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Recombinant Human VSIR Protein, Fc tagged, PE Labeled

Cat. No. VSIR-359H Lot. No. (See product label)

SPECIFICATION

] Recombinant Human Vista (Phe33-Alal94) with C-terminus Fc-tag is expressed in
Product Overview ]
CHO cell and conjugated to PE.

Species Human
Source CHO
ProteinLength PE
Conjugation/Label 33-194 aa

VISTA (V-domain Ig suppressor of T cell activation), also known as PD-1H or B7-H5,
is an immune checkpoint protein that functions as a negative regulator of T cell
activation and immune responses. VISTA is predominantly expressed on
hematopoietic cells, particularly myeloid cells such as macrophages, dendritic cells,
and neutrophils, as well as on CD4+ and CD8+ T cells and regulatory T cells. The
protein plays a crucial role in maintaining immune homeostasis by suppressing T cell
Description proliferation, cytokine production, and effector functions. VISTA exhibits unique pH-
dependent binding properties, with enhanced activity in acidic environments such as
the tumor microenvironment and inflamed tissues, making it particularly effective at
suppressing immune responses in these contexts. Structurally, VISTA is a type |
transmembrane protein of approximately 30-35 kDa belonging to the immunoglobulin
superfamily. The extracellular region contains a single IgV-like domain that mediates
ligand interactions, distinguishing it from other B7 family members that typically have
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both IgV and IgC domains. The protein features a unique arrangement of histidine

residues in its extracellular domain that confer pH sensitivity, allowing VISTA to
function optimally at acidic pH (around 6.0-6.5) found in tumor and inflammatory
microenvironments. VISTA also contains a transmembrane domain and a cytoplasmic
tail that may participate in intracellular signaling, though its signaling mechanisms are
still being elucidated. The protein can function both as a ligand and as a receptor,
providing bidirectional immune regulation. The ligand-receptor relationships for VISTA
are complex and still being investigated. VISTA has been reported to interact with
multiple binding partners, including VSIG-3 (V-set and immunoglobulin domain-
containing 3), also known as IGSF11, which serves as a receptor for VISTAon T
cells. Additionally, VISTA may engage in homophilic interactions (VISTA-VISTA
binding) and has been suggested to interact with PSGL-1 (P-selectin glycoprotein
ligand-1) under certain conditions. The pH-dependent nature of these interactions
adds complexity to VISTA's regulatory functions, with binding affinity modulated by
the local microenvironment. In disease contexts, VISTA plays a significant role in
cancer immune evasion and autoimmunity. VISTA is upregulated in various tumors,
including melanoma, ovarian cancer, pancreatic cancer, and colorectal cancer, where
it contributes to creating an immunosuppressive tumor microenvironment that inhibits
antitumor T cell responses. High VISTA expression correlates with poor prognosis
and resistance to other immune checkpoint therapies in several cancer types.
Conversely, VISTA deficiency or blockade has been associated with enhanced
susceptibility to autoimmune diseases, highlighting its role in maintaining immune
tolerance. Therapeutically, VISTA is emerging as a promising target for cancer
immunotherapy. Multiple anti-VISTA antibodies are in clinical development, including
Cl1-8993 and HMBD-002, which aim to block VISTA's inhibitory function and restore
antitumor immunity. These agents are being tested both as monotherapies and in
combination with other checkpoint inhibitors such as anti-PD-1/PD-L1 antibodies.
Additionally, VISTA agonists are being explored for treating autoimmune and
inflammatory diseases by enhancing immune suppression. The unique pH-dependent

activity of VISTA makes it an attractive target for selectively modulating immunity in
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acidic disease microenvironments while minimizing systemic effects.

Form Liquid, 1xPBS buffer, pH7.4, 0.09% NaN3 with a carrier protein

The protein has a predicted molecular weight of 45 kDa. Under DTT-reducing

Molecular Mass conditions, it migrates at approximately 55-65 kDa on SDS-PAGE prior to
conjugation.
Applications Flow Cytometry

st Briefly centrifuge the vial upon receipt. An unopened vial may be stored at 2—8
orage _ _
centigrade for up to six months.

) 25 g size is bottled at 0.1 mg/mL concentration. 100 pg size is bottled at lot specific
Concentration ]
concentration.

GENE INFORMATION

Gene Name VSIR V-set immunoregulatory receptor [ Homo sapiens (human) |

Official Symbol VSIR

VSIR; V-set immunoregulatory receptor; B7H5; Gl24; B7-H5; Diesl; PD-1H; SISP1;

VISTA; PP2135; C100rf54; DD1alpha; V-type immunoglobulin domain-containing
Synonyms suppressor of T-cell activation; Death Domainlalpha; PDCD1 homolog; V-domain Ig

suppressor of T cell activation; V-set domain-containing immunoregulatory receptor;

platelet receptor G124, sisp-1; stress-induced secreted protein-1

Gene ID 64115

MRNA Refseq NM_022153
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www.ncbi.nlm.nih.gov/gene/64115
www.ncbi.nlm.nih.gov/gene/64115
www.ncbi.nlm.nih.gov/gene/64115
www.ncbi.nlm.nih.gov/nuccore/NM_022153.2
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Protein Refseq NP_071436
MIM 615608
UniProt ID Q9H7M9
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www.ncbi.nlm.nih.gov/protein/NP_071436.1
www.omim.org/entry/615608
www.uniprot.org/uniprotkb/Q9H7M9/entry

